Supplementary Table 1. ROC AUC in APOE4-negative, APOE4-positive, and mixed (APOE4-negative and positive) group.

	Parameters
	ptau
	ptau/ Aβ1-42
	tau
	tau/ Aβ1-42

	APOE4-negative
	0.681
	0.671 
	0.656
	0.669

	APOE4-positive 
	0.561
	 0.573
	0.546
	0.558

	Mixed APOE4-negative and positive
	0.641
	0.646
	 0.617
	 0.631


Supplementary Table 2. ROC parameters for MCI-con versus MCI-stable in APOE4-negative group and mixed (APOE4-negative and positive) group.

	Parameters
	ptau
	ptau/ Aβ1-42
	tau
	tau/ Aβ1-42

	Mixed APOE4 negative and positive

	Threshold 
	26 pg/ml
	0.13
	70 pg/ml
	0.40

	Sensitivity(%)
	75
	86
	81
	85

	Specificity(%)
	53
	47
	46
	46

	APOE4-negative

	Threshold 
	20 pg/ml
	0.13
	70 pg/ml
	0.25

	Sensitivity(%)
	76
	70
	70
	90

	Specificity(%)
	59
	65
	63
	47


Supplementary Table 3. Gene and SNP list associated with GO and IPA pathways. rsID, the RefSNP accession IDs of the SNP that was selected to represent the best gene-wide p value considering LD; unadj p value, nominal p value of the SNP from GWAS; adj p value, gene wide adjusted p value. 

	Gene symbol
	rsID
	unadj p value
	adj p value

	PPP1R1A
	rs1249963
	8.85E-07
	2.66E-06

	PDE1C
	rs11975968
	1.53E-06
	1.82E-04

	PDE1B
	rs1143960
	8.47E-06
	7.62E-05

	BRCA2
	rs517118
	9.62E-05
	1.54E-03

	CHSY3
	rs4836493
	1.26E-04
	2.27E-03

	NPHS2
	rs10913817
	1.63E-04
	1.47E-03

	PRKAG2
	rs867668
	1.65E-04
	1.58E-02

	ABCG5
	rs1864815
	1.86E-04
	1.12E-03

	DYNC2LI1
	rs1864815
	1.86E-04
	1.12E-03

	PDE8A
	rs11073955
	1.87E-04
	3.55E-03

	TANC1
	rs4413115
	2.08E-04
	8.10E-03

	NEDD4L
	rs8088164
	2.12E-04
	1.49E-02

	AKAP13
	rs338526
	2.22E-04
	2.88E-03

	CANX
	rs7700649
	2.76E-04
	8.27E-04

	KCNN1
	rs6512242
	3.53E-04
	3.88E-03

	POLA1
	rs4258157
	3.74E-04
	2.24E-03

	PROM1
	rs2286455
	4.00E-04
	1.52E-02

	ADORA2B
	rs9944524
	5.74E-04
	5.74E-04

	SEMA4D
	rs9410474
	7.45E-04
	1.12E-02

	RPA3
	rs3735461
	7.82E-04
	1.49E-02

	PRKAR2A
	rs9755490
	8.99E-04
	8.99E-04

	RHOA
	rs6766238
	1.13E-03
	3.38E-03

	AMT 
	rs6766238
	1.13E-03
	3.38E-03

	DAG1
	rs6766238
	1.13E-03
	3.38E-03

	NCAN
	rs1064395
	1.13E-03
	1.13E-03

	PAK6
	rs1075507
	1.16E-03
	1.85E-02

	PDE3B
	rs10832312
	1.17E-03
	9.33E-03

	RPA1
	rs5030755
	1.24E-03
	1.61E-02

	CAV3
	rs6793441
	1.30E-03
	1.04E-02

	CHST7
	rs11796837
	1.40E-03
	5.59E-03

	CACNG1
	rs16960501
	1.45E-03
	8.70E-03

	SLC8A2
	rs12459087
	1.47E-03
	1.18E-02

	SEC24C
	rs2688607
	1.72E-03
	1.72E-03

	HLA-DQA1
	rs3117582
	1.97E-03
	3.95E-03

	MYH4
	rs970292
	2.06E-03
	6.18E-03

	KIF4A
	rs1199439
	2.09E-03
	1.25E-02

	PABPC4
	rs1727098
	2.12E-03
	1.06E-02

	RAC1
	rs4724800
	2.25E-03
	6.75E-03

	PDE6D
	rs838448
	2.43E-03
	4.85E-03

	AQP4
	rs2075575
	2.93E-03
	2.05E-02

	CSPG5
	rs11130146
	3.62E-03
	7.24E-03

	PAK4
	rs692364
	3.90E-03
	1.95E-02

	CLTC
	rs9911131
	4.60E-03
	1.84E-02

	PRIM1
	rs2277339
	5.57E-03
	1.11E-02

	DYNC1LI2
	rs754217
	6.04E-03
	1.21E-02

	ROPN1B
	rs6438954
	6.08E-03
	1.22E-02

	GCSH
	rs2602402
	6.09E-03
	1.22E-02

	TRPT1
	rs1059440
	6.33E-03
	1.27E-02

	PPP1R14B
	rs2282490
	6.33E-03
	6.33E-03

	HEY1
	rs1046472
	1.04E-02
	1.04E-02

	NPHS1
	rs10409299
	1.41E-02
	1.41E-02

	FOXH1
	rs2721195
	1.42E-02
	1.42E-02
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Supplementary Figure 1. ROC analysis for CSF biomarkers ptau, t-tau, ptau/Aβ1-42, and tau/Aβ1-42 in APOE4-negative patients, APOE4-positve subjects, and mixed APOE4-negative and APOE4-positive subjects and in the all subjects group (“APOE ε4 mixed”). The straight diagonal line illustrates prediction by pure chance (AUC 0.5), and curved line describes the prediction possible with the given predictive variables. 
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